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I will talk about my scientific research experiences for the last 30 years. The content of my talk 

is as follows. The main topics are “How I could carry out the world-leading science on different 

topics” and “How I could survive in the non-creative science world”. 

 

I. Across the science universe 

Research life at The University of Tokyo 

Research life at The Rockefeller University, U.S.A. 

The study of eukaryotic transcription focused on “RNA polymerase II and S-II” at The 

University of Tokyo and “the action of TFIID and general transcription factors” at The 

Rockefeller University 

 

II. The long and winding science road 

Research life as an independent researcher at The University of Tokyo - I 

Histone, nucleosome and chromatin studies mainly focused on “Isolation of 

chromatin-related components”, “Histone modification to nucleosome structural change”, 

“Formation of heterochromatin and euchromatin” and “Nucleosome-mediated gene 

regulation” 

 

III. Let it be or not 

Research life as an independent researcher at The University of Tokyo - II 

The study on the complex network system of “histone modification network structure” and 

“modification web theory and signal router theory” 

  

IV. Get back science 

Research life as an independent researcher at The University of Tokyo - III 

The study to solve “the remaining problems in my research life” 

The studies on “intrinsically disordered region, structural change and N:N reaction system” 

and mechanistic evolution 
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